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RSV genome
ÅFilamentous Orthopneumovirus

Å15.2 kbp genome

ÅSingle stranded negative sense

Å11 viral proteins

ÅDivided into two subgroups / serotypes 
A and B

ÅRSV A and B co-circulateRespiratory Syncytial Virus (RSV) | British Society for Immunology

https://www.immunology.org/public-information/bitesized-immunology/pathogens-and-disease/respiratory-syncytial-virus-rsv


RSV ςvirion structure

Å Targets for neutralizing antibodies

Å Products in  target F alone or have 
both F and G



RSV Glycoprotein (G)

Å Gene encoding G defines RSV A/B 
Å Heterogeneous sequence
Å Two large mucin ςlike domains ςantigen 

masking



RSV G gene is the most variable in the genome (F is more 
conserved)

Lydia Tan et al. J. Virol. 2013;87:8213-8226
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The fusion (F) protein exists in two or more structural 
forms exposes different antigenic regions

Neutralizing 
potency

Graham B. Current Opinion in Virology. 23: 107-112. 2017. 



RSV G gene is used to defined RSV genotypes

Lydia Tan et al. J. Virol. 2013;87:8213-8226
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Number of RSV sequences in Genbankby genotype as of 2017

Hause et al. Plos One. 0175792. 2017



RSV A and B viruses co-circulate

Kamau et al. Scientific Reports. 10: 21176 (2020)



RSV A and RSV B genotypes by year of sample collection

Hause et al. Plos One. 0175792. 2017
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Some sequence variability is observed in RSV F, more 
observed in B viruses

Hause et al. Plos One. 0175792. 2017
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